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Focus on Pancreatic Cancer Organoids

Organoids in PDAC chemosensitivity prediction

Organoids in clinical trials
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Too much time for pancreatic cancer
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Systematic Generation of models and Multi-Omics Characterization
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Systematic Generation of models and Multi-Omics Characterization
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Classifications
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Model comparison by transcritome
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Chemogram scoring in the different type of models
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Patient derived
primary cell
cultures
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GemPred signature validation

Stratified by adjuvant Gemcitabine & GemPred
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GemPred signature validation

Stratified by adjuvant Gemcitabine & GemPred
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Conclusions

The perfect model to study PDAC
chemosensitivity do not exist

Organoids, PDX and primary cell cultures can be
used in a complementary manner

Different models derived from the same patient
do no present always the same chamosensitivity

Validating and refining predictive transcriptomic
signatures using a combination of these models is
fundamental to achieve clinical applicability



